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First contact. Amazonia, 1971. Courtesy M. E. Ramirez.
The older one gets, the more one must get used to what
Byron called “the worst of woes that wait on age,” the
passing of people with whom one has shared a profes-
sional lifetime (Byron 1812). When this is preceded by
a long illness, or when the person had seemed frail or
vulnerable, the event is sad. But when a model of energy
and vigor who had not yet reached 60 goes suddenly,
the blow is hard.
Incredibly, Ryk Ward has died.
Ryk was born in Sawbridgeworth, England, but grew
up in New Zealand. His anthropological interests were
early; he became an honorary Maori, among other things.
After his 1966 degree in Anthropology, Botany, and Ge-
netics from the University of Aukland, Ryk came to Ann
Arbor to study human genetics with Jim Neel. His Ph.D.
was in human genetics in 1970, and he remained for
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several years of postdoctoral work. He then held faculty
positions in epidemiology and anthropology at the Uni-
versity of Washington, in medical genetics at the Uni-
versity of British Columbia, and then in human genetics
at the University of Utah School of Medicine.
In 1996, he assumed the distinguished position of Pro-
fessor of Biological Anthropology at the University of
Oxford. A Kiwi in the Land of Dons, with his Texas boots
and austral twang, he must have been a unique presence.
Despite budgetary and other political challenges, he and
a handful of stalwarts were restoring the stature of bio-
logical anthropology at Oxford as a leading program in
the world. Although not too proud to change the toilet
rolls or light bulbs himself in his shamefully underfunded
department, he was at the same time peer of the most
prominent of scientists and of students alike. At his
death, there were rumors that the politics and funding
were turning favorable. He might have found that boring!
Ryk arrived at Michigan at the height of Neel’s studies
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Ryk and Maria, windblown. Cyclades Islands, 2001. Courtesy M. E. Ramirez.
of human variation and population structure in the Ama-
zon, specifically of the Yanomami, probably the best study
of its kind ever done. The genetics of the time were crude,
but no other study has unified such a depth and diversity
of demographic, cultural, and biomedical data. The idea
was to observe the day-to-day pattern of natural tribal
human populations that quantitatively resembled, in im-
portant ways, those of our earliest ancestors. By under-
standing how this works today, one might use genetic
data to infer the past social and demographic patterns,
behavior of a type ultimately responsible for the distri-
bution of human genetic variation (Neel and Ward 1970;
Ward 1972; Ward et al. 1975; Ward and Neel 1976;
Ward and Weiss 1976; Smouse and Ward 1978). Among
other findings, this work showed how the effects of cul-
turally driven patterns of village fission, fusion, and ad-
mixture are reflected in clinal patterns of gene frequency
regionally, and even among geographically local villages.
Ryk was an adventurous type who would have been
at home trekking the South American waterways with
von Humboldt, Wallace, or Bates. He was one of the
young leaders of a grand era of holistic anthropological
genetics (quite different from today’s bleed-and-sequence
armchair version). His storied trips included a race against
time to try to head off a measles epidemic with vaccine
and other assistance and a venture into the hinterlands
with Napoleon Chagnon (Chagnon 1974, pp. 172–175)
to contact a village they had heard about (and what they
heard was that the village might be dangerously hostile)
(fig. 1).
Ryk was the complete package, a scientist in every best
sense of the term. Much of his research combined field-
work, epidemiology, laboratory and population genetics,
and evolutionary inference. He worked with diverse
groups, from the Nuu-Chah-Nulth in the Pacific North-
west to Central and South America, Africa, the Carib-
bean, and the Pacific Islands. As modern genotyping
technology became available, he and collaborators made
influential contributions of population genetic models
and molecular analysis to our understanding of human
history. Among other things, they demonstrated evidence
of a history of rapid expansion in circumarctic popu-
lations, sufficient intratribal Native American lineage di-
versity to show that major bottlenecks did not have to
be invoked to explain Native American settlement his-
tory, and that widely held language-based three-wave
settlement scenarios did not correspond with today’s lin-
guistic diversity as neatly as had been expected (Ward
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et al. 1991; Lundstrom et al. 1992a, 1992b; Shields et
al. 1993; Ward et al. 1993; Ward and Valencia 1996).
Ryk even worked on bears (Waits et al. 1999).
Anthropological genetic studies, even when biomed-
ically motivated, have appropriately become controver-
sial. The issue is the imbalance between outside scien-
tists’ power and professional interests that may be only
of perfunctory relevance to the vital vulnerabilities and
interests of indigenous peoples, so many of whose cul-
tural and material living conditions have been devastated
by impositions of the outside world. These controversies
involved Ryk as they have others. Questions arose years
(and, in the case of the Yanomami, decades) later as to
what kind of informed consent had been obtained and
what was promised in exchange for blood samples. In-
digenous peoples are understandably suspicious that we
feed our careers from their veins.
Ryk recognized the problem fully: the last thing he and
I discussed, late in 2002, was how to return samples in
our custody, that he had so arduously collected, to the
Yanomami to try to harmonize feelings on that score.
It is unfortunate that issues like these—and our gov-
ernment’s unwillingness proactively to confront the as-
sociated problems of racism—led to the effective killing
of the Human Genome Diversity Project, of which Ryk
was an organizer. The National Institutes of Health have
recently been forced to recognize the importance of vari-
ation in biomedical studies after all but still struggle to
account in more than a perfunctory way for the com-
plexity of global variation that Ryk and others had
pointed out; this has potential consequences for the eq-
uitable distribution of any benefits that might be gained
from biomedical genetics.
Much of Ryk’s attention concerned the role of genetic
variation in chronic disease susceptibility, always with a
comparative population or evolutionary perspective (Ad-
ams and Ward 1973; Ward 1980, 1990). In the 1980s,
he applied the limited genetic technology of the time to
search for HLA-related associations with rheumatoid ar-
thritis and other disorders and for the apparent particu-
lar susceptibility of Native Americans (Atkins et al. 1988;
Hasstedt et al. 1994). It is unfortunate that that stubborn
problem remains unsolved; HLA associations are strong
but account for only a fraction of cases and by unclear
mechanisms, nor is the special Native American suscep-
tibility yet understood.
Cardiovascular disease and hypertension were Ryk
Ward’s most long-standing biomedical interest, and it is
not surprising that his primary concern was the inter-
action between genetic variation and environment or
lifestyle factors, which he properly took far more seri-
ously than most investigators do. His early blood-pres-
sure work was in the Tokelau Islands in the Pacific, where
he and collaborators used migration as proxy for major
environmental change (e.g., Ward et al. 1980; Ramirez
et al. 1991). That enabled them to document the strong
effects of environment, including shared familial effects.
Ryk was involved in many other studies of blood pres-
sure—in Nigeria, Cameroon, Jamaica, and elsewhere—
in particular, to evaluate the effects of allelic variation
in candidate genes interacting with changing lifestyle ex-
posures (Motulsky et al. 1987; Rotimi et al. 1996, 1997).
For example, they took advantage of the more complex
genetic variation typically found in Africans to identify
or confirm the effects of candidate gene regions, which
were under active investigation at the time of his death,
and to refine the effects on blood-pressure variation of
alleles in the angiotensin I converting enzyme (ACE) gene.
There is a pandemic of hypertension in African-derived
peoples of the Americas, and an important but subtle
question is what, if any, genetic basis underlies the prob-
lem (Cooper et al. 1999). Cooper and colleagues’ work
has shown that, despite evidence for major gene effects
on angiotensinogen (AGT) levels in Nigeria (Guo et al.
1999), there is a much greater environmental component
in both ACE and AGT enzyme levels in African-derived
peoples now in the Americas (Cooper et al. 2000). This
kind of pattern is on the minds of many today who
wrestle with the appropriate way to include population
and, in particular, “race” differences in biomedical ge-
netics (Cooper et al. 2003). This is a challenging problem
in general, because one does not wish to overstate popu-
lation differences or to geneticize them, but Ryk had
shown back in his Amazonian work that the crude mark-
ers available sufficed to demonstrate microdifferentiation
even at the village level. At the time of his death, Ryk
was continuing to work on the related question of es-
timating the relative informativeness of rare, geograph-
ically localized variants, compared with common, glob-
ally distributed variation, for reconstructing ancestry and
for genetic epidemiological purposes.
The shock felt at the news of Ryk’s passing will re-
verberate for a long time. As a friend, he was the best,
as the many who knew him will attest. He was a person
of fine humor (though he couldn’t tell a joke and get it
right). His tree of colleagues and students is globally
scattered and ramified, characterized by a broad outlook
on science and a sophisticated grasp of the issues. Ryk
leaves behind him his wonderful and remarkable wife,
Maria Eugenia Ramirez, a biomedical scientist in her own
right, and four intercontinentally named children, Kimi-
ora, Rewi, Reniera, and Ricardo. Maria is Mexican, and
this international clan accurately reflects his position as
a citizen of the world.
Any reflections on Ryk Ward must give place of honor
to the importance he gave to his students. Inexplicably,
even when on a medical school faculty, he regularly vol-
unteered to go down the hill to actually teach courses
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(not “classes” and, if you can believe it, even to under-
graduates). Of course, this was never truer than at Ox-
ford, where the burden is not light. It was no surprise
to learn that his last official act, immediately before his
death, was a meeting with his students.
Ryk published but didn’t really play the paper-chase
game. For those who think the balance sheet of life is
the “Publications” section of a curriculum vitae, Ryk (not
a tall person) was unusual in that his head might still
be visible above a stack of his reprints. That would be
fine with him, because it would mean he could still see
the world around him. He was a person of rare talents,
perceptive and integrative insight, and substantial influ-
ence who never had to rest on citations. Graduate stu-
dents, take heed! There is more to science than sequence,
more to life than science, and mountains to climb other
than a pile of your grant applications.
Ryk always ran in the frantic lane. We who complain
of our daily burdens were awed by the juggling act that
constituted his life. Ryk’s typical final semester was, to
use a musical analogy, a multicontinental tremolo of a
hemi-demi-semi-quavered sabbatical. Indeed, Ryk’s life
was one wild Wagnerian Ride of the Valkyries. It was
an endless scrum, with Ryk (no helmet, of course, but
without care for his own safety) charging, legs tirelessly
a-wheeling, sometimes disappearing into the pile of gi-
ants on the rugby pitch of life. Ryk was relentlessly com-
petitive and liked to win, but not in the exclusionary or
acquisitive sense so pervasive today. Much to the con-
trary, his indefatigability was generously at the service
of others.
From his scrawl (he was a physician’s son, after all)
to much else, Ryk’s level of (dis)organization and his
lack of smooth (or phony) politics kept him ever close
to the maelstrom. If you wanted a sincere, honest, and
clear-headed idea of how things should be and an intel-
lectually sophisticated view of genetics and what it might
do, you could not ask a better person. But I think he was
never nominated for a Manager of the Year award. Al-
ways on the go, usually in confusion, he made the just-
in-time approach to productivity an undeclared matter
of principle. In a sense his friends will recognize, he had
established a perfect record: he was never known to make
an obligation on time.
So, Ryk, after all these years, why’d you have to catch
this early flight?*
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